: Pepsin digestion coverage map of deuterated nonmyristoylated AMPK. Each blue bar beneath the sequence represents an identified AMPK peptic peptide that provided the present HDX data. Peptide coverage 82%, 90% and 91% of the primary sequence of (A) α-subunit, (B) β-subunit and (C) γ-subunit, respectively. The map was generated with the DynamX 2.0 software. The colored bars beneath the sequence represent, in descending order, deuterium incorporation at 1 min, 5 min, 10 min, and 24 h. The bar colors range from light yellow to dark orange. The intensity of color indicates the increasing deuterium incorporation; light yellow bar displays the lowest level of deuterium incorporation where dark orange bar displays the highest level of deuterium incorporation. The above map was generated with the DynamX 2.0 software. Labeled residues show differences in deuterium uptake between apo myr (top bars) and nonmyr (bottom bars) AMPK. 2-13 3.60 ± 0.27 3.61 ± 0.01 3.55 ± 0.00 3.69 ± 0.06 3.52 ± 0.08 3.48 ± 0.06 61-75 2.29 ± 0.18 2.34 ± 0.08 1.61 ± 0.00 2.38 ± 0.06 2.27 ± 0.12 1.55 ± 0.03 108-115 1.13 ± 0.03 0.58 ± 0.04 0.89 ± 0.04 1.16 ± 0.6 0.67 ± 0.05 0.58 ± 0.02
